Transcription factor TFIID, a central component of the eukaryotic RNA polymerase II transcription machinery is a multiprotein complex containing the TATA-binding protein (TBP) and TBP-associated factors (TAFs). 1z uitro, TAFs are required for the response to activator proteins, but they are dispensible for basal transcription. 
The idea that TAFs have selective rranscriptional effects is supported by the observation that cells containing temperature-sensitive TAF murations arrest at particular points in the cell cycle upon a shift to the restrictive temperature 138,391. Arrest of TAF90 and Tsml murant srrains occurs ar the Gz-M boundary whereas arrest of TAF130 strains arrests in the G1 phase. Interestingly, a hamster cell line containing a temperature-sensitive mutation in TAF250, the homologue of yeast TAF130, also undergoes G1 arrest upon shifting to the restrictive remperature [42] . The similar phenorypes conferred by yeast TAF130 and hamster TAF250 murations suggest that this TAF may directly affect genes involved in progression through Gt; however, specific genes have nor yer been identified and indirect effects cannot be excluded. Nevertheless, the distinct cell-cycle effects strongly argue that the various TAFs perform specific transcriptional roles.
'With one exception (see below), yeasr cells contain homologues of all known human and Drosophila TAFs, and these yeasr TAFs are associared in a TFIID complex [8, 9, 41] . Each yeast TAF is essential for cell growth, presumably because of its selective efFects on transcription. The essential function(s) of an individual TAF might be due to one or more of the following explanations. First, certain TAFs (e.g. TAF13O and TAF19) might be important for transcription from a subclass of promoters with a common feature (e.g. weak TlflA elements). Secondly, a TAF could subtly affect transcription of many genes, such that the cumulative effects lead ro cell inviabiliry. Thirdly, although TAFs are not generally required for activation, an individual TAF might be required for a subset of activators that affect one or more essential genes (e.g. an acrivator involved in cellcycle progression). In this regard, the failure of glutamine-rich activation domains to stimulate roles for TATA-bi nd i ng-protei n-associated factors r n vivo transcription in yeast [50, 51] 
